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;110> APPLICANT: DEWOLF, 
.:120> TITLE OF INVENTION 
MODULATING FAB 
FILE REFERENCE 



WALTER E. 
METHODS OF 
I ACTIVITY 
GM50056 



ENTERED 



USING FAB I AND COMPOUNDS 



<:130> 

<140> CURRENT APPLICATION NUMBER: US/10/009,219 

^141> CURRENT FILING DATE: 2001-11-07 

<150> PRIOR APPLICATION NUMBER: PCT/USOO/12104 

<151> PRIOR FILING DATE: 2000-05-04 

<:150> PRIOR APPLICATION NUMBER: 60/134,362 

<:151> PRIOR FILING DATE: 1999-05-14 

<160> NUMBER OF SEQ ID NOS : 4 

<170> SOFTWARE: FastSEQ for Windows Version 4.0 
<210> SEQ ID NO: 1 
v211> LENGTH: 775 
<212> TYPE: DNA 

^:213> ORGANISM: Staphylococcus aureus 
<400> SEQUENCE: 1 

atgttaaatc ttgaaaacaa aacatatgtc atcatgggaa tcgctaataa gcgtagtatt 
gcttttggtg tcgctaaagt tttagatcaa ttaggtgcta aattagtatt tacttaccgt 
aaagaacgta gccgtaaaga gcttgaaaaa ttattagaac aattaaatca accagaagcg 
cacttatatc aaattgatgt tcaaagcgat gaagaggtta ttaatggttt tgagcaaatt 
ggtaaagatg ttggcaatat tgatggtgta tatcattcaa tcgcatttgc taatatggaa 
gacttacgcg gacgcttttc tgaaacttca cgtgaaggct tcttgttagc tcaagacatt 
aqttcttact cattaacaat tgtggctcat gaagctaaaa aattaatgcc agaaggtggt 
agcattgttg caacaacata tttaggtggc gaattcgcag ttcaaaatta taatgtgatg 
ggtgttgcta aagcgagctt agaagcaaat gttaaatatt tagcattaga cttaggtcct 
gataatattc gcgttaatgc aatttcagct ggtccaatcc gtacattaag tgcaaaaggt 
gtgggtggtt tcaatacaat tcttaaagaa atcgaagagc gtgcaccttt guraaaaacg 
taacgttgat caagtagaag taggtaaaac agcggcttac ttrttaagtg acttatcaag 
tggcgttaca ggtgaaaata ttcatgtaga tagcggattc cacgcaatta aataa 
10> SEQ ID NO: 2 
LENGTH: 256 
TYPE: PRT 

ORGANISM: Staphylococcus aureus 
SEQUENCE: 2 

Glu Asn Lys Thr Tyr Val 

5 10 
Ala Phe Gly Val Ala Lys 
25 

Ala Lys Leu Val Phe Thr Tyr Arg Lys Glu Arg Ser Arg Lys Glu Leu 

35 40 45 

Glu Lys Leu Leu Glu Gin Leu Asn Gin Pro Glu Ala His Leu Tyr Gin 

50 55 60 

lie Asp Val Gin Ser Asp Glu GLu Val He Asn Gly Phe Glu Gin He 
65 70 75 80 

Gly Lys Asp Val Gly Asn He Asp Gly Val Tyr His Ser He Ala Phe 
85 ^ 90 95 
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> TYPE: 
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Staphylococcus aureus 
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